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This is the third edition of this book, so one may well
ask how it is different from the first two volumes of this
book. The author answers this question in the preface to
the book where he states that most of the chapters are
new or have been “extensively rewritten”. The author
also states that about two-thirds of the book is dedi-
cated to LC-MS applications. The book has 22 chapters
and over 600 pages. The book contains chapters de-
voted to HPLC and sample preparation as well as
having chapters on MS details and variations. Overall,
it is well-written and can be used as an authoritative
reference book by a knowledgeable reader.
Chapter 1 (22 pages, 29 references) is a good over-
view of HPLC and a short discussion of common
sample preparation techniques for LC-MS assays. Only
six of the 29 references are from 2002–2006. Chapter 2
(28 pages, 93 references) is an overview of mass spec-
trometry. While the information is accurate and the
tables are useful, the references are not current; only
four of the 93 references are from 2002–2006. Chapter 3
(20 pages, 98 references) covers the topic of strategies
for LC-MS interfacing. This chapter is a good history of
LC-MS and takes the reader through the early attempts
to interface HPLC and MS (e.g., the “moving-wire”
interface). Because this is a historical chapter, all the
references are 1999 or earlier and most are 1989 or
earlier. Chapter 4 (31 pages, 102 references) covers the
history of LC-MS interfaces. This chapter is somewhat
redundant after the third chapter, and it would have
made more sense to combine these two into one chap-
ter. Nevertheless, the chapter is a good summary of the
history of the earlier attempts to combine HPLC with
MS. Some readers (such as this reviewer) may enjoy the
trip down memory lane, while those who have more
recently joined the “LC-MS club” will likely find the
chapter of little interest. Again, as this is a historical
chapter, all the references are 1999 or earlier and most
are 1989 or earlier.
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(J Am Soc Mass Spectrom 2007, 18, 1135–1136)description of the various atmospheric pressure ioniza-
tion sources. It includes some of the more recent de-
signs such as the “Turbo-V ionspray” design. While it
does not include the newer source designs (e.g., the
APPI source), these can be found in Chapter 6. Most of
the references are from the year 2000 or earlier. Chapter
6 (36 pages, 123 references) is an additional chapter on
atmospheric pressure ionization, so it has some overlap
with the previous chapter. It includes a good discussion
on mobile phases and buffers that can be used in
LC-API-MS applications. This chapter also has a good
description of the APPI source and a short discussion of
matrix effects. About 25% of the references are 2002 or
more recent.
Chapters 7 to 15 cover the analysis of small mole-
cules. Chapter 7 (36 pages, 146 references) covers the
LC-MS analysis of pesticides, and Chapter 8 (17
pages, 76 references) describes environmental appli-
cations for LC-MS. Chapter 9 (23 pages, 85 references)
covers the LC-MS in drug discovery and develop-
ment, while Chapter 10 (31 pages, 94 references)
describes drug metabolism applications for LC-MS.
Most of the discussion in Chapter 9 has to do with the
analysis of compound libraries and early discovery
screening. The chapter on using LC-MS for drug
metabolism studies is exclusively concerned with
metabolite identification techniques. Chapter 11 (42
pages, 150 references) deals with using LC-MS/MS
techniques for bioanalytical methods. Chapter 11
includes several examples of specific assays plus a
multi-page discussion on matrix effects; it is impor-
tant for a chapter on this topic to be current; about
50% of the references are 2002 or more recent.
Chapter 12 (27 pages, 107 references) discusses
clinical applications of LC-MS and Chapter 13 (21
pages, 86 references) specifically covers the use of
LC-MS for steroid assays. Most of the assays de-
scribed in Chapter 12 are for drugs of abuse. Chapter
14 (32 pages, 132 references) describes various assays
used as part of food safety screening; most of these
assays are for trace levels of antibiotics that are used
in animal feed. Chapter 15 (25 pages, 89 references)
deals with the analysis of plant phenols, with a big
emphasis on flavonoids.
The remaining chapters in the book cover the use of
LC-MS for biological molecules. Chapter 16 (21 pages,
80 references) discusses LC-MS analysis of proteins,
and Chapter 17 (30 pages, 166 references) covers the
LC-MS analysis of peptides, with an emphasis on the
“enabling technologies” that have allowed the routine
analysis of tryptic digests as well as other proteome-
related assays. Chapter 18 (28 pages, 131 references)
covers the use of LC-MS in proteomics; much of this
chapter is devoted to protein identification efforts with
a short section on biomarker discovery.
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specific use of LC-MS for the identification of post-
translational modifications, while Chapter 20 (19
pages, 82 references) discusses the utility of LC-MS
for the analysis of oligosaccharides. Chapter 21 (18
pages, 83 references) describes the LC-MS applica-
tions for the analysis of lipids and phospholipids. In
the past, most of these assays were performed by
using GC-MS after derivatization; currently, many of
these types of molecules can be analyzed by LC-MS
without derivatization. The last chapter, Chapter 22
(18 pages, 80 references), covers the LC-MS analysisof nucleic acids. The final section of this chapter is a
two-page section on the use of LC-MS for the analysis
of DNA adducts.
In summary, this book covers a variety of topics that
are of interest to practitioners of LC-MS. The 22 chap-
ters cover multiple topics and include practical tips as
well as a useful list of references for the reader who
wants to learn more about the particular topic. This
book can be used as a reference book by both scientists
with years of LC-MS experience as well as those scien-
tists who are just beginning to utilize this excellent
analytical tool.
